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® ¢ - 5100 ALP DNA1000-HT- Quick Start
Guide

This quickstart guide will introduce you to the basics of DNA analysis using
the Agilent 5100 Automated Lab-on-a-chip Platform (ALP). It will give you a
short overview on the hardware and software and will guide you through a
standard process of analyzing your DNA samples.

: Agilent Technologies
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ALP instrument

ALP instrument
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5100 ALP DNA1000-HT- Quick Start Guide 1

Log on to the 5100 ALP software

1 Switch on the ALP PC-Server and instrument and wait one minute until the
system is initialized

2 Go to your desktop and double-click the following icon:

Wapedan

3 The following login screen appears:

r—Uszer Informatior

User Name: | ﬂ

User Password: |

D atabase Informatior

DB Alias: | |

—Login Actior

4 In order to get access to the software you need to provide login information.
Type in your user name and user passwort and select the appropriate
database alias from the drop down menu. Click on the Login button and the
main screen of the software appears as follows:
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Log on to the 5100 ALP software

[l automated LabChip Platform - &,00,1251154 lelx|

Application  Resuks  Tools  Wiew Help

-k 2 B [f0] O reans ]

Results
— {Summary | Dverview Graph Gel Peskiable ResulFlagging Detais
-
Jﬁ Name: Comment:

Instments [Nt PRI

Created Date:
Modiied By:
Modiied Dale:

Assay 1D
Joib Setup Commert:

|| Severiy | Time * | Message =
T Marketing - Assay Developsr - col6 %, Instrument Offline | 9/24/2006 11:42:13 AM
1!5:»:”] o & “ ® Magellan GOV AT 114280

The 5100 ALP software is organized in contexts. The icons on the left column
of the screen provide access to different contexts within the software:

Instruments:

This context is used to:

¢ connect to the instrument,

e start a job,

¢ display the incoming signal traces,

¢ check the instrument status.

Jobs:

This context is used to set-up an experiment (job) on ALP. Each job is based on
an assay, which defines the internal instrument control and setpoints for data
aquisition. For example the DNA 1000 HT4 assay is used for the analysis of
DNA samples.

8 Abbreviated Book Title Variable (Edit this)



5100 ALP DNA1000-HT- Quick Start Guide 1

A job contains the following information, which must be entered before the
execution of a job:

¢ assay, e.g. HT DNA 1000, which compromise set points for data aquisition
and evaluation

¢ the number and type of well plates that are processed during the job
* storage position of the well plates inside the instrument

¢ barcode information of the well plates

¢ the position of samples on each well plate and sample names

¢ optional: rules for result flagging

* required resources and instrument configuration

After job execution, it contains sample and ladder data that is stored in the
database.

For the analysis of DNA samples on ALP, either a new job has to be defined or
an already existing job in the database could be opened as a job copy.

After completing the analysis, the results can be reviewed in the Results
context. For this the operator has to switch to the Results context.

Results: This context allows the user to get detailed information about the
results of the analysis. The results context shows the acquired data both as
electropherograms and gel like images, whereas the calculated values (e.g.
concentration, fragment size, molarity) are listed in peak tables. The software
provides several different way to filter and organize the data.

If not previously done within the Job Setup this context can also be used to
define result flagging rules after the data has been aquired.

After login the appearance of the software depends on the last opened context.
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Connecting to the instrument

Connecting to the instrument

Make sure that the instrument is switched on and initialized.
NOTE

1 Click on Instruments to switch to the Instrument Context. The icon of the
selected context will be highlighted on the Context menu of the 5100 ALP
software:

i} Automated LabChip Platform - 4.00,1251154 lelx]
Application  Instrument  Cortiol Tocks  Wiew  Help
i Ml ‘wnammn—mw =% |

2 Instruments

| Pasiton | Type: | Location | Label

Sip|wel |Label | Cenment [Catzgoy |

T Marketing - Assay Developer - cot6 B Instrument Offline | 9/24[2003 L1:44:07 AM

—
Mlstart ||| 7] @ ||[® vogelan | Ejacreenshots.doc- Meros... | GOV5 AT 14
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Connecting to the instrument

2 In the software screen select the appropriate Instrument from the menu bar

s Automated LabChip Platform - A.00.125115
Application  Instrument  Conbrol Tooks  View

s 1 |PP09MkthNA
PE 0 INA
PP 11 Mikg Prat

Job Summary  Job Stabus  Ingtrure

Irstiaments

3 Select the Instrument Menu bar and click the Connect Instrument button
or click on the Connect Instrument button in the menu bar to connect
to the ALP instrument. When connection succeded, the button will change
to Disconnect Instrument.

L& Automated LabChip Platform - 4.00.1251154
Application | Instrument | Conkrol  Tooks  Wiew  Help

Spen Job,., e
Open Job as Copy. ..
Dpen Recent Job »

Clase Job

Shews Job Lock Infarmaticn. ..

rline Data Anahysis

Conmack Instrument  Ckr4+-I

FF 09 Mkkg DNA -

Stark Job... S

Stark Template Job,., CEHHT

Rueal-tir .u_r-IL; >

Disgreasis Buffer » _

Results
NOTE After connection succeeded - the Real-time Signal Plot shows the online signal
traces within the Job- and the Instrument Status tab.
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Creating a new Job

Creating a new Job

12

Before starting the measurement of DNA samples several experiment
parameters must be defined within the 5100 ALP Software. To provide all
important information to the instrument a new job must be created within the
Jobs context. During the run-time execution a job comprises the control of the
process flow of sample and ladder runs as well as the resource management of
reagent, chips and pipette tips.

1 Click on the Jobs icon to switch to the Jobs Context. The icon of the
selected context will be highlighted on the Context menu of the 5100 ALP
software will appear:

§r Automated LabChip Platform - A.00.1251154

Application  Job  Tooks Wiew Help
E -y ""| | © Jobs =] e e

5

- ry | Plate Setup Rlesut Flagging Job Fraperties
4
=

Irsstiuments

Name: Comment:
Crested By:
Created Date:
Modfied By
Modfied Date:

Aizzay Mame:
Aszap Version:
Auio Report Seltings:

Severity | Time /| Message
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Creating a new Job

2 To create a new job: Select the Jobs Menu bar. Select New and a new job will
be opened.

= Automated LabChip Platform - A.00.1651208

-Slele @ ie Bl

= open... ctrl+o
L:J Open as Copy...

Plate Setup  Besult Flagging

Open Recent »
B close Comment:
ld  Save Chrl+5
bl Undo

Export Jobs...
Irport Jobs. ..

Delete Jobs...

Azsay Version:

Auta Report:

Type | Time o | Message

3 The Select Base Assay dialog box appears. For the measurement of DNA
samples - Select the DNA 1000 Assay and click Use Assay to add the
selected assay to the job. The name of the assay as well as the version will
appear in the Job Summary tab
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Creating a new Job

4 Enter a new job name and a comment in the Summary tab.

#Autnmated LabChip Platform - A.00.1651208

Job Tools Vew Help

ot cElslr el - as|La

Jobs Untitled_7/9

Summary | Plate Setup  Result Flagaing

Mame:

Comment:
Created By RSROPER

Created At 7/9/2004 10,05:45 AM

Madified By RSAOPER

Moclfied 4t 7/9/2004 10,0545 AM

Diacument Flags: Archive

Import Infarmation: Ho Import Information

Template: u

Assay Name M16_HT_DNA_1000_EAP_revs Change
Assay Version: 1.03 Upgrade
Auto Report i | Settirgs
Type | Time /| Message

5 To setup the microtiter plates that should be analyzed during the job switch
to Plate Setup tab. The Microtiter plate setup will define:

the number of samples and their position on the sample plate
* the sample plate type

the location of the sample plates within the storage compartment (Depot).
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Creating a new Joh

The plate Setup tab appears as follows:

Ladder [nc sefectable]

6 Click on the red add-button ﬂ to add a sample plate to the plate list tab.

Job Summary Result Flagging

NOTE One line in the Plate setup table represents one sample plate.
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71 The select plate type dialog box appears. Select the sample plate type from

the drop down menu.

Agilent - Select Plate Type

t Magellan

Question

: Type: 96-Flate PCR Eppendorf bwin ﬂ
1536-Plate
Eomment 354 Plate
96-Flate

You are about to insert the first plate for this job.
Please make sure you select a plate type that is
compatible with the requirements of the assay

96-Plate AbGene 1300 robotic
96-Flate PCR Eppendorf bwin
9E-Plate PCR WD145
durnmy entry

Use Plate | Lancel |

8 Press Use Plate.

9 The selected sample plate appears in the Plate Setup tab.

Jaob Surmnmary

+ §%§~- RO
FPogition | Tupe Location Label Barcode Comment
1 “95PCF_EPDF| BB E1 Flate 1
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Creating a new Job

10 Insert a label for the selected plate in the plate details section of the Plate
Setup tab .

Summary Plate Setup | Besult Flagging

[ od ld

Fasition | Tupe | Location | Label | Barcade | Comment
1|seFlate PCRE| BEEH B1  [PCR Test | I

Plate Details

Labet Barcode: | Eermen
Type: | 96-Plate PCR Eppendort twir v | Location: | EEER E1 B
Categories: ‘el |Labsl

> 3 4 5 6 7 8 9 101112
.
% Ladder -
© EmptyWells

11 Select the location of the sample plate inside the Depot of the 5100 ALP
instrument.

Plate Details

Label: | FCR Test Barcode: | Comrent:

Type: | 96-Plate PCR Eppendorf twirﬂ Location: | BEE5 B1 ﬂ

Plake Content

wiell | L.

Categories:
7 Ladder
" Ernpy wiells

Clear Plate Contents

m Using a rack applicable for the storage of only two plates - the lowest position is labelled
with B1 followed by B2 for the upper position. Avoid the selection of positions B3 and B4
while using a two plate rack.
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Creating a new Job

12 To define the content of your sample plate drag the mouse over the wells of
the microtiter plate on the screen. The selected wells appears green. By
using a HT4-Sipper chip - always 4 samples will be processed in parallele
and therefore 4 wells on the sample plate are always selected together. By
selecting the wells the information will be directly submitted to the Sample
table on the right side of the screen.

Lebel.  [PCR Test Barcads: | Comment

Type:  |36-Plate PCR Eppendorf twir v | Location: | BB B1 hl =l

Sample Table

Categories: Well | Label © || Comment | Categ
s FEE ) | Sanpl
T 0000000 8
 Emply'Well 00090000 E;
st | LI LI LT L z
]
000000000 -
F000000000 EF
1000000000 =
1900000000 ]
B4 Samp j
|55 Cleat | %] pssign | |3 Export ‘ | 3] Import. ‘

13 Click the red add-button to add further sample plates to the Plate Setup
tab.

NOTE The performance of the 5100 ALP instrument is optimized for the meassurement of 4 x 96

well or 1 x 384 well sample plates.
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Creating a new Job

After defining 4 x 96 well plates - the Plate Setup tab should contain 4 lines
NOTE . .
representing all defined sample plates.

Lirititled

o ichfunney B Setun | Beud Flagging
Eacas . o

[BINETE | Foston | Tree: Localion Label Barcods Comnent Ll
1 “HPCR_EFDF| BEE 01 PLRT % x
ﬂ z “SEPCR_EFDF| Eeee) B2 |PCRS7IER 73
Kis 3 sePCR_EFDF [ BEEE o) [PCRIS32E ®
R SGPCREFOF| EEEH 2 |PCRagsas [ =

Labdk  [FCRZE93 Eacode: | Enm-t| =

" Tgw |WEPCA_EFOFTWINT SKIR =] Locwien |EEEH  02-Coced =] B
3 e comegre |
ST Categories Smll.d:h
el Lbal =) Connent |5 Cobr [Sem =
EECTIN o —
Lok [rvod ambecable] il 1 Sani

14 Select Job>Save to save the newly created job to the database.
15 Select Job>Close to close the newly created job in the Jobs context.

16 To start a job on the 5100 ALP instrument switch to the Instruments
context and open the job selected for analysis.

NOTE Before opening a job in the Instrument context - the job must be closed in the Job context.
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HT4 DNA Assay Protocol

Reagent, supplies and equipment supplied by Agilent:

HT4-DNA 1000 reagent and supplies (order number xxx)
HT* DNA 1000 Reagents & Supplies

- HT* DNA 1000 Storage buffer

- HT* DNA 1000 Marker

- HT* DNA Gel Matrix

- HT*DNA Dye

- HT*DNA focussing solution

- HT* DNA Ladder (10x)

» Reagent plate

HT* DNA Chip (order number xxx)
- HT* Sipper Chip

additional material and equipment required:

* Pipettes (10 pl, 20 pl, 100 pl and 1000 pl) with compatible tips
+ Deionized water

* microtiter-plate-centrifuge

* microtiter plate compatible PCR-machine with heatable lid

+ high pressure connection

* microtiter plate sealer
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- o @ Reeparingthe Reagent Plate

. ‘ Qéore the analysis of DNA samples, the chip will automatically be filled with

reagents by the ALP system. To provide all reagents for the chip
replenishment, a reagent plate has to be prepared by the user and inserted in
the dedicated depot position. One prepared column of the reagent plate
should contain reagents (gel, gel-dye and marker) sufficient for the analysis of
384 samples (e.g. 1x 384 well plate or 4x96 well plates).

For the analysis of more than 384 samples the number of columns filled with
reagents must be calculated and adjusted.

Preparing the Gel-Dye Mix

Wear hand and eye protection and follow good laboratory practices when preparing
and handling reagents and samples. Kit components contain DMSO0. No data is
available addressing the mutagenecity or toxicity of the dye/DMSO0 reagent.
Because the dye binds to nucleic acids, it should be treated as a potential mutagen
and used with appropriate care. The DMSO0 stock solutions should be handled with
particular caution as DMSO0 is known to facilitate the entry of organic molecules
into tissues.

1 Allow all reagent to equilibrate to room temperature for 30 minutes

It is important that all reagents have room temperature before starting the next step.
Protect the dye concentrate from light.

Agilent Technologies
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2 In a microcentrifuge tube, pipette 280 ul of the DNA gel.
3 Vortex the DNA dye concentrate for 10 seconds and spin down.

4 Pipette 10.5 ul of the dye concentrate (colour) to the tube with 280 ul of the
DNA gel.

5 Cap the tube, vortex for 10 seconds. Visually inspect proper mixing of gel
and dye. Store the dye at 4°C in the dark again.

6 Transfer the gel-dye mix to the designated well position on the reagent plate
(Refer to Pipetting the Reagent Plate on page 23)

Use the gel-dye within 1 week of preparation. Protect the gel dye from light-the dye will
degrade when exposed to light and this reduces signal intensity. Store the gel-dye mix at
4°C when not in use for more than 1 hour.

Pipetting the Reagent Plate

Always fill reagents in unused columns on a reagent plate.

1 Pipette 250 ul of the gel in each of the gel wells A1, B1 and C1 on the
reagent plate.

o
[x]
w
o

@
O
O

s o bl m =] La] m 1=

oeeee
CO00000
CO00000
CO0000O0-
OOOO00O00-
CO000000-
OOOO0O00-
CO000000-
CO000000-
CO000000
CO000000:E
OO0000O0O0R
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2 Transfer 250 ul of the gel-dye mix to the well D1 on the reagent plate.

OO000000
=0O0000000
19000000
=OO0O00000
=OO000000
~OOC0C000
=OO000000
= OOO00000
-OO000000
-OO000000
“OO000000
vl O0ee

EEEEEEEE

3 Pipette 300 ul of the marker (red) to the well G1 on the reagent plate.

=OO000000
=0O0000000
2 OOOOO000
=OO0O00000
=OO000000
~OOC00C000
=OO000000
- OOO00000
-OO000000
~OO000000
“OOO00000
9000 00

EEEEEEEE
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4 Pipette 250 ul of the focussing solution in each of the wells A12, B12, C12
and D12 on the reagent plate.

000000 -
OOOOOOO
OOOO0000:
OO0
OOOOOO0
OOO0000-
QOO0
OO00000-
OO00000-
OOO0000E
COOO0000:E
0COO0000

O
O
O
O
O
O
O
O
O
O
O
O

For the analysis of more than 384 samples the number of columns filled with reagents has
to be adjusted (e.g. 3 reagent columns for 3 x 384- or 12 x 96 well sample plates). The
position of the prepared columns on the reagent plate must be entered in the Start Job
execution dialog before starting a job (Refer to Start Job Execution Dialog on page 36.).

b Seal the reagent plate with aluminum foil on the Remp plate sealer at 170°C
for 4 seconds.

6 Place the reagent plate in the designated rack located in position D of the
right depot. Column 1 of the reagent plate must face the handle of the rack
and the Chip Tub must be held by the clamps of the rack.

7 Insert the rack into the depot. The position of the reagent plate in the depot
will be shown in the Instrument Status tab of the Instrument context

*SaAglent®

;;;;;
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HT4 DNA Assay Protocol

Preparing the Sample Plate

The Agilent 5100 ALP system is able to analyze DNA samples prepared either
on 96- or on a 384 well plate. DNA samples should be prepared according to
the HT* DNA1000 assay specifications.

-—

Confirm that your 96- or 384 well sample plate was specified by Agilent as
appropriate for the ALP system

N

Pipette at least 20 ul of your samples on the designated wells of the sample
plate

NOTE The sample volume within each well should always exceed 25 pl. Lower sample volumes

may cause impaired analyses

w

Seal the sample plate with aluminum foil on the Remp plate sealer for 4
seconds at 170°C.

Place the sample plate in the designated rack. Column 1 of the sample plate
must face the handle of the rack and the plate must be held by the clamps of
the rack.

=

(2]

Insert the rack into the designated position of the depot as defined before
in the Job Set-up.

.4? {3 -4

—

*Iaaailent®

=
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Preparing the HT*DNA 1000 Chip

The DNA1000 HT* Chip will be shipped ready-to-use in a specific box filled
with storage buffer.

Always place the chip in the Chip Carrier or in the designated storage box. The chip
contains 4 sippers on the underside of the chip. The sippers are fragile capillaries that
can easily be damaged if not handled with care.

1 Take the Chip Tub and the Chip Carrier out of the depot.

The Chip Carrier is the receptacle for the HTADNA chip and is positioned on the Chip Tub.

2 Remove the Chip Carrier from the Chip Tub. Fill water in the water bath of
the Chip Tub until the fins in tray well are covered with liquid.

3 Position the Chip Carrier on the Chip Tub.

4 Take the HT* DNA Chip out of the Storage box. Remove the liquid from the
underside of the chip.

5 Clean the detection window of the chip by filling it with iso-propanol.

6 Carefully remove the iso-propanol with a pipette and cover the detection
window with water. Carefully remove the water with a pipette and let the
detection window dry up.

7 Insert the chip into the Chip Carrier. The sippers must be inserted in the
cut-out of the Chip Carrier.

The chip fits only one way. Do not force the chip insert. Otherwise capillaries may be
damaged
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8 Insert the Chip Tub with Chip Carrier and chip into the designated position
of the rack. The electrodes of the Chip Carrier must face the handle of the
rack and the Chip Tub must be held by the clamps of the rack.

9 Insert the rack into the depot. The position of the reagent plate in the depot
will be shown in the Instrument Status tab of the Instrument context.

Preparing the Trough

The trough is a storage device for locating the DNA Ladder in the instrument.
Before starting a job, the trough has to be manually filled with DNA Ladder
and inserted in the ALP 5100 instrument.

1 Dilute the 10 x DNA Ladder 1:10 to a final concentration of 1x DNA Ladder.

Ladder and DNA samples should always have the same salt concentration. Adjust the
salt concentration of the ladder to the salt concentration of the DNA sample by diluting
the 10 x DNA Ladder with sample buffer. Sample buffers as PCR- and Restriction
enzyme buffers are often 10 x concentrated

Abbreviated Book Title Variable (Edit this) 27
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HT4 DNA Assay Protocol

2 For the analysis of 384 DNA samples (1 x 384- or 4 x 96 well plate) - fill 4 x
25 ul of 1 x DNA Ladder in the trough wells starting with well positions D1,
D3, D5, D7. The position D1 on the trough is marked by an arrow head and
should be located down to the left.

a22999992999999%99
3s o To Tho Bov To T Too o Too oo T T T T Yo
c1D32332929299222922929393
DO2902029©339293223%9

Avoid air bubbles on the bottom of the wells while pipetting ladder to the trough.
Visible bubbles within the Ladder must be removed before starting the analysis.

NOTE

28

For the analysis of a higher sample number - adjust the number of filled trough
wells. Continue to fill wells with position D2, D4, D6, D8 of the trough and
proceed in the filling procedure from the lower left to the upper right position
of the trough.

3 Insert the trough in a 384 well plate. Seal the trough with aluminum foil on
a Remp-plate sealer for 6 sec at 170°C and cut off the extending foil. The
sealed trough can either be used directly for analysis (refer to Starting a Job
- page 37) or stored at 4°C for maximum 7 days.
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Starting a Job

Starting a Job

1 Switch to the Instrument Context. The icon of the selected context will be
highlighted on the Context menu of the 5100 ALP software.

NOTE Before starting a job - the Magellan Software has to be connected with the ALP 5100

instrument.

2 Go to Instrument>OpenJob and select a job. Click the Open Job button to
open the selected Job.

3 The Instrument status tab shows an overview of the different hotel
compartments of the instrument.

NOTE At this point of job execution the Required Hotel Loading information shows the required

position of chips, reagents and samples as defined by the selected Job.

Inslrumentls - PROY

b Surtenary Job Ststus Ingiumnd Status |

Tip containes.

Lm-wm Required Hotel Loading Sreich Light 08
-t

Euchorgn Conilge|
hecras Trough

st A w 4 b Zoomou | Freern | @ 2| - 3 ] | confpraon..

0 Lasa 1 Crmatmanchasasl 1 1 Lans 3 Emisrisnchanned 1 L1 WY chasasl 1- cunwat 3 Prazrure 3 = ¥t Fampataturs f Chip
T3 Lane 2 Emissianchasne] 1 3 Presmure [
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1 5100 ALP DNA1000-HT- Quick Start Guide
Starting a Job

NOTE The Job Status Tab provides information on the number and type of the
sample plates as defined by the selected Job

Instruments - PR0O9 Ed_Job#1 _11/12/2003 14:12(1) -

Job Summary Job Status | Inghument Status

| Postion | Type: |Location  [Label | Barcode | Corment
1/:96PCR_EFDF |81 Flae |

[well |Label | Comment | Catogary |

7l G

[ Time |Message

Plate Plate 1" from Location B1

gnal Plot

sl Pl
fadust A wo{ B Zoomout ‘ Fveeze‘ » L&” e ‘ Configuration...

[ Lane 1 Emissionchannel 1 [ Lane 3 Emissionchannel 1 0 Y channal 1. cunent 0 Pressure = Fist Temperature of Chip
[ Lane 2 Emissianchannel 1 [ Pressure. &

4 Insert Chips, Reagent plates and sample plates as indicated by the Required
Hotel Loading information within the Instrument Status tab.

m Column 1 (including well A1) of both the reagent plate and the sample plates as well as the
electrodes of the Chip must face the handle of their designated racks. Wrong Chip position

impairs the instrument processes and may damage the chip. Wrong reagent- and sample
plate positions will lead to inappropriate results and may destroy the chip.

5 Close all Hotel doors.

NOTE All instrument doors must be closed before starting a job. Executing a job with opened

doors will lead to an instrument error
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5100 ALP DNA1000-HT- Quick Start Guide 1

6 Click on Instrument>Start Job or on the Execute Job button on the menu
bar to execute the selected job

7 The start Job Execution dialog appears.

Start Job Execution dialog

The Start Job execution dialog leads through a process of successive steps
required to finalize the instument preparation and to check the availabilty of
all resources needed for a successful job execution. All topics have to be
carefully checked by the operator before proceeding with the final job
execution.

Teils Diplienres. Wirarel
This weizard hedps you «specy. h Figr, ruaget. plal X e
< modiy skomation parsnetens

yob Coices deiect BFOrs at Hhe instrument confguEsHcn of e job Sotup

Job bame: | meatest_ ez fevos (2)
Diepet Lading
Job Commernt:
Chips.
Resgent Plates
Trenagh
Moy Ak Report Opticrn.. |

Pipatts Tips
Wiy B! Cutors. . [

Caution
Check Resources
* Tgnoring error s ages
* O gt insertiog plates, chibe and bps Mke deplayed
mary even cause damage bo the strument

1 Click on Next to proceed with the Job Start execution dialog.

Before varifying the loading of the depot, check the number of the column of the reagent
plate prepared for chip replenishment.
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1 5100 ALP DNA1000-HT- Quick Start Guide
Starting a Job

2 Click on Verify Hotel Loading and the instrument will check the status of
the hotel loading.

Start Job Execution

Sample Plates

Please make sure to insert the sample plates into the hotel as shown below.

b verly Hotel Loading | The plote(s) need b verfied.
i 9 | Inserted the platesis) and push the button.
Sample Plates
Required Hotel Loading
Chips
e Pm— q
Reagent Plates
0 i j | j 4
Trough 2
3
Pipette Tips
D52790214314 7 Plate 1 7 Reagent Plate 7
Bottles 4-sipper DMNA chip ERDFTWINT _SKIRT* Reagent statt coli 1 2
1 [Pessble sps: 725 Ladder start colt 1
Check Resources

I‘

Sample plate(s) need to be verified

GBS Cancel | <EBack ‘ Nexts Finish ‘

NOTE The instrument may need up to 5 minutes to verify the hotel loading. The subsequent

opening of Hotel doors and exchange of plates will require a repeat of the hotel loading
verfication.
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Starting a Job

Start Job Execution

Yerify Hotel Loading

Please wait until the required objects in the hotel are verified.

This will stll bake approximately 319 seconds.

Job Options
Cancel Vetification |i
Sample Plates
Required Hotel Loading
Chips '
o i
Reagent Flates
e y j ‘ -
Traugh 2
3
Pipette Tips
chip 7 Plate 1 7 Reagent Plate 7
Bottles 4-sipper DMA chip EPDFTWINT_SKIRT* Reagent start col: 1 2
1 |Pessible sisi 0 Ladder start cali 1
Check Resources
0 e—— 1

E' =) Cancel | < Back. ‘ Iiexk > ‘ Fiiisti |

3 After completion of the Hotel Loading verification - click Next to proceed
with the Job start execution dialog. The Job Start Execution dialog provides
information on the identified chip.
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Start Job Execution
Chips
Please make sure ko insert 1 chip into the hotel rack & as shawn below.
chip into the depot at position Az,
Required chip type: 4-sipper DHA chip
Job Options Required chip lifetime (sips): 24
Depat Laading Depot location A2 {upper) =
Chips
AZ
Reagent Plates
Trough
N
Fipette Tips sipper LN chip
Depot location Al {lower)
Bottles
Cherck Resources
Yerify Depot Loading |
= Cancel | < Back | Mext = | Finish |

4 Click Next to proceed with the Job Start execution dialog.

5 Check the origin of your reagent plate. The first unused column filled with
reagent has to be defined

The reagent plate may contain reagent for several different jobs. The instrument needs the
information on the position of prepared and unused reagent columns. The number of the
first unused column on the reagent plate provides enough information to proceed.
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6 To define the column of prepared reagent selected for instrument
preparation by inserting the number of used columns in the Already Used
drop down menu.

Start Job Execution

Reagent Plates

1 reagent units on the reaggent plate(s) are required.

one reagent plate needs to be inserted inko the depot: location D1,

Job Options

Depot Loading

Chips

Reagent Plates

Trough
Pipette Tips
B
EBottles
©
Check Resources
E
G

ol sl

Inserting the number of a used or unprepared reagent plate column may damage the

chip.

o
jn

|—Frash reagents—'

Depot location D1 {lower)

Please put a reagent plate inko
the depot location D1.

Already used; IZ used -

2 used -

Last pipetted:

Werify Depot Loading |

Cancel < Back | Mext = |

5100 ALP DNA1000-HT- Quick Start Guide

Finiish

7 Click next to proceed with the Job Start execution dialog.
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Starting a Job

Start Job Execution

Trough

Please insert the trough as shown below, make sure to pipette the ladder as described in the user guide

Mumber Of Required Ladder Wells: 4
Job Options
Sample Plates
Chips

Reagent Plates

Access Trough |
Trough

Pipette Tips

Bottles

Check Resources

@ =] Cancel | < Back |Next> Finish ‘

8 Click on Access Trough to insert a prepared Trough in the Trough Support.

Wait until the plate handler was positioned below the right backside door and
NOTE . : :
the instrument was inactive for at least 10 seconds.

9 Manually open the right door. Press the clip on the back of the Trough
Support to remove it from the plate handler.
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Starting a Job

NOTE Remove used Ladder Troughs from the Trough Support. Do not use Ladder Troughs twice.

10 Insert the trough into the Trough Support as follows:

NOTE The arrow head on trough must be located at the lower left corner of the trough support.

The trough fits only one way.

11 Insert the Trough Support with trough in the designated position of the
plate handler. The lock of the latch will click when Trough Support is
inserted correctly.

12 Manually close the right door.
13 Click next to proceed with the Job Start execution dialog.
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Start Joh Execution

Pipette Tips
Please insert the pipette tips into the tip container as shown below

Mumber OF Required Tips 4

Job Options

Sample Plates

Redquired Loading

Chips
Reagent Plates

Access Tips
Trough

Pipette Tips

Ecttles

Check Resources

@ = Cancel ‘ < Back ‘Next> Finish ‘

14 Click on Access Tips to insert new tips into the tip container. The left door
will be automatically opened by the instrument.

15 Press both indentations of the Tip Container to take the Tip Container out
of the instrument.

Remove all tips that were left in the instrument. Always start filling of the tip container with
new tips from position A1.

16 The number and position of tips that have to be inserted is displayed on the
screen of the Start Execution dialog. Position Al is at the lower left corner
of the displayed Tip Container.

17 Insert new tips and plug the tip container into the receptacle of the plate
handler.

18 Click on Close Left Door button.
19 Click Next to proceed with the Job Start execution dialog.
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Start Job Execution

Bottles

Please
fillin sufficient amount of TE Buffer

Fillin sufficient amount of water

Job Options empty waste bottle
Sample Plates
Reagent Plates .r .r lr

Fipette Tips

Access Bottles |
Trough
TE Water VWaste
Buffer

Bottles

Cherk Resources

@ @ Cancel < Back

Finish

20 Click Access Bottles to unlock the front cover of the instrument and open it.

Four bootles are currently used by the instrument, whereas the display shows three
bootles.

21 Pour the total volume of the Washing Solution (Reagent Kit) into the small
left hand bottle.

22 Fill up the large water bottle with water.
23 Empty the large waste bottle.

Carefully close all bottles. Unclosed bottles may lead to an insufficient chip
replenishment.

24 Carefully close the front cover of the instrument.
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Orange light must be turned off.

25 Click Next to proceed with the Job Start execution dialog.

Start Job Execution

Check Resources
Ma errors have been detected, you may now start the job execution.

The diagram below illustrates the schedule For the current job, please double click on it ko enlarge the image.
DG Job Execution

Sample Plates 11M3/2003 11/1302003 111372003 111352003

Download Siplist!

Chips
Reagent Plates

Pre Batch
Trough
Pipette Tips Chip Replenish
Bottles

Plate |-
Check Resources

Post Batch - - -

f f t
1010 10:20 10:30 10:40 10:50 41:00 1110 11:20 11:30 14:40 11:50 1200 1210
Time

@ = Cancel | < Back ‘ Ilext = | Start Job |

26 The appearing diagram ilustrates the calculated schedule for the current
job. Click Start Job to execute the current job.
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Job Execution

Job Execution

During job execution information is available on three levels of the software to
check the status of the current job.

Job Summary

The Job Summary tab provides a general overview on Job name, - Creator,
Creation date and assay name. All major events generated by the instrument
are registered in the Job Logbook that will be consecutively filled during
analysis.

=181X]

application  Instrument  Control  Tools  Yiew  Help
- %-Q’s‘vkna -N‘

Instruments - PRO9 Ed_Job#1 _11/12/2003 1

LFE)

£ Instruments - \,-:1‘

Job Summany | Job Stetus  Instrument Status

Mame: Ed_Job#1_11/12/2003_1412(2) Comment;
Created By: RSROPER

Created Date: 11/13/2003 10.02:42 &M

Mudified By: RSROPER

Madified D ate: 11/13/2003 10:17:14 Al

Document Flags: cxDocumentFlags

Mo Import Information

Import Information:

Template: =
Assay Mame: M12_DNA_1000 rot_Rins_F_Plse

Assay Version %0

Auto Report Settings:

cxReportSettings

=

| Time /| Message

b T1113/2003 10:17:18 b Begin job acquisition for batch Ed_Job#1_11/12/2003_14:12 (2)

] T1M13/2003 101719 AM Mo chip loaded

] 1141342003 10:23:02 &M Chip loaded - Partiir: G3010-67005 SN: DS2730214314 Type: “DNA_S4_W1* Sipcount: 274 Date of last use: 10/20/2003 £:07.36 PM
Y 11/13/2003 10:27:14 Ak Chip unlnaded - Parthr: G3010-67005 SM: D52730214314 Type: "ONA_S4_%1* Sipcount: 274 Date of last use: 10/20/2003 B:07:36 PM
] 11113/2003 10:45:17 bt Chip loaded - Parthlr: G3010-57005 SN: DS2730214314 Type: “DNA_54_W1* Sipcount: 274 Date of last use: 10/20/2003 £:07.36 PM
] 11/13/2003 10:50:31 AM Chip unloaded - PartNr: G3010-67005 SM: DS2730214314 Type: "DNA_S4_V1* Sipcount: 274 Date of last use: 10/20/2003 £:07:38 PM

i 1 3 Chip ment started

B 1113/2003 105228 AM Chip losded - Parthr: G3010-57005 SN: DS2730214314 Type: "DNA_S4 ¥1* Sipoount. 274 Date of last use: 10/20/20013 £:07.36 P
B 11132003 105359 M Chip unloaded - Parthir GA010-57005 SH: DI52790214314 Type: "DNA_S4 41" Sipoourt: 274 Date of last use: 1042042003 6:07:36 PM
B 1152003 1113084 Chip loaded - Parthr: G3010-67005 SN: DIS2790214314 Type: “DNA_S4 41" Sipoount, 274 Date of last use: 10/20/2003 £:07.36 FM
G 11132003 114335 A Chip replenishment finshed

D) 132003 114336 M Begin plate acquisiton for plats Plate 1

3 1A 1IE12 P End plats acquisiion for plate Flate 1

B 113200312025 FM Chip unloaded - Parthr: G3010-67005 SN; 052790214314 Type: “DNA_S4_V1" Siprourt, 238 Date of last use: 11/13/2003 1,05:37 FM
G 113200313827 PM Chip loaded - Parthr: G3010.67005 SN: DIS2790214314 Type: “DNA_S4 41" Sipoount, 298 Date of last use: 11/13/2003 105,37 PM
) 1A13/2003 14341 PM Chip unloaded - Parthir GA010-57005 SN: D52790214314 Type: "DNA_S4 41" Sipoourt: 238 Date of last use: 11/13/2003 1:05:37 PM
Li) 1M 32007 14507 PR Chin lnzded - Partble 53 0.R7008 SH- NS27A0214 7 4 Toure NS Gd WM * Gineaonk 208 Nata of lack eas 114 2322007 1-015-97 PW ﬂ

|13 Ruediger Salovsky Operator - Run Operator - colé @y Comnected o PROS | 11/13{2003 2:33:34 PM

d...| ElFr . | BN ||® Ma.. Yedi. | BAPx.| Hedi. | £]LE.. HDesktup PEGOEQENLIGI0# zam

\
Start H ... | EyLa.
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5100 ALP DNA1000-HT- Quick Start Guide
Job Execution

Job Status

The Job Status tab is divided into several information panels. Information on
the selected sample plates of the current job is displayed on the top of the tab.
The Job Logbook appears in the middle of the screen next to the status
display. The Real-time signal plot in the lower part of the screen displays the
major incoming data acquired by the instrument.

1 Rinse Chip/Chip replenishment

i Automated LabChip Platform - A.00.1251169 & oy [=[ 3]
Application  Instrument  Corbrol  Tools  Wiew  Help

 Instruments - J| £

Instruments - PRO Ed_Jobi#l 111122003 14:12(2) &

| Position | Type | Location | Label | Barcode | Comment
bl 1|"9EPCR_EPDF| B1 |Prate 1

=

lepa-eJnh Sip  |well [Label | Comment |Category |

| Time | Message
") 11/13/200310:17-15.5M The job execution started by rsroper on instiument PR3
1) 11/13/200310:17:18 AM Bedin job acquisition for batch Ed_Job#1_11/12/2003_14:12 [2).
13)11/13/2003 1017198 Mo chip loaded
1) 11/13/200310:23.02 M Chip loaded - Parthlr: G3010-67005 SH: DS2790214314 Type: *DNA_S4_V1* Sipcount: 274 Date of

Sign “lot
fadist & w 4 B ZDDmDullFraeza

‘ 2 F” - HlCan\guraUDn.u

[ Lane 1 Emissienchannel 1 [ Lan= 3 Emissienchannel 1 [0 K channzl 1 - curent [ Prassure 3 — First Temperature of Chip
[ Lane 2 Emissianchannel 1 [ Pressure 5

FLU ';l

T T T T
[ 10 1z 14 18 18 20 22 24 min

T obe Fr...| [Elrraments...| Bciwino. .| [® Magellan = Clpbosr... | “DesktDD »EGOEQENL ST 1w

dstart ||| Eibox- ... | EjLaadthe...
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Job Execution

2 Sample analysis

During data acquisition the analyzed plate is shown on the status display
indicating the wells on the plate that are currently processed. The name and
position of the analyzed samples are displayed on the top of the logbook.

=121 %]

application  Instrument  Cortrol  Tools  Wiew  Help

mstruments E | E oo

A

Ed_Job#1_11/12/2003 14:12

Job Summary Job Status | Instiument Status

| Pasition | Type | Location [ Label | Barcode | Comment
> 1|*96PCR_EFDF [B1 |Plate 1 [

e ]

Sip  [wel |Label Camment | Category
25E3
25F3
25/69
25|H3

| Time [ Message -

1511/13/2003 10:27:14 AM Chip unloaded - Pariir: G3010-67005 SN: DS2790214314 Type: “DNA_S4_¥1* Sipcount: 274 Date

11/13/2003 10:45:17 AM  Chip loaded - Parthr: G3010-57005 SN: DS2790214314 Type: DMA_S4 W1+ Sipcount: 274 Date of

15)11/12/2003 10:50:31 AM Chip unloaded - Partiir: G3010-67005 SN: DS2790214314 Type: “DNA_S4_V1* Sipcount: 274 Date

(3)11/13/200310:51:32 4M Chip replenishment started

11/13/2002 10:52:28 AM Chip loaded - Paithr: G3010-67005 SK: DS2790214314 Type: DMA_S4_V1* Sipoount: 274 Date of

13211/13/2003 10:5359 AM Chip unloaded - Partir: G3010-67005 SN: DS2790214314 Type: “DNA_S4_¥1* Sipcount: 274 Date

13)11/13/200311:19:08 AM Chip loaded - Parthr: G3010-67005 SN: DS273021 4314 Type: “DMA_S4 1+ Sipeount: 274 Date of

1 3)11/13/200311:43:35 AM Chip replenishment firished

15211/13/2003 11:43:35 M Begin plate acquisition for plate Plate 1.

adust a w 4 B zoooue | Freeze | (5 [ | RiPorconfign~ % |y | Configuration.

[ Lane 1 Emissionchannsl 1 [ Lane 3 Emissianchannsl 1 1 W channsl 1 - cument [ Pressure 3 T Fint Temperaturs of Chip
[ Lane 2 Emissienchannel 1 [ Fressure &

[ 30b ends at 13:00h (3 minutes to go) [T Ruediger Salowsky Operator - Run Operator - cols @, Connected to PROS [94%] | 11{13]2003 12:51:15 PM

Hhstart ||| Do | By | Bad | Elee | Bc |[® v oo | e | $oci. [[peskeon » B F O BAWR > TO#  =siem
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5100 ALP DNA1000-HT- Quick Start Guide
Job Execution

3 Job finished

The Job Status tab of a finished Job contains the complete Logbook as well as

the Real-time Signal Plot.

= a1 28 v (1= 5 [ | eres

| Pasition | Type. | Locaton: | Label

=2

o ||-®FLF_EPOF A1 [Fais 1

hocass Tgw | Cions Lok Do

EH1A2M037 826 FM  Chio wdosded - Pasl: G301 167005 S8 D5 2790025303 Type: “DHA_S4_\1° Sicount 771 Dot
EHINWI003T ZA53FM Chio bnsded - Pasth: GI0N0ETO0G S4: DEITH0225303 Type: DHA_S4_1° Sipcount: 771 Datm ol
EHIAW2003 T30 IFFM  Chio bnaded - Pashl: G300 067006 S4: DE 270325303 Type: “DHA_S4_1° Sipcount: 771 Datm of
EHAW2003 7038 FM Endink scmuriion for batch ursbity_ 1171372003 _pretest

ANV TINIEFM Dals arslpes staned

== EAIAYITANIPM Dals anslyss atnic: dnsboed samples 116 - Enors: & - Wamings: 0

|z & w 4 b zooros | Freess | 2 2] |

EHAX2003 7320 M

Urioad Chip | l.§2|mafzmrs1:1am Datn analyes finithed :‘

= % ) | contguration...

3 Lana 1 Emasienchanast 3 Lara 3 Ermstanchannal 1 10 HY sl 1- cummard 1 Frasts > I Fint Rarmparatars of Chip
= Lane 2 Emvssicncharasd 1 F + I Prisnu &
e 78 @00 &% 20 80 mi
ool [y RO | 1LA200000 G292 AH

—
I E e T

5]
it | B oommentt - | | [* Fageitans

OL AT S s
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Job Execution

Instrument Status

The Instrument Status tab displays the current Depot loading of the
instrument as well as the Real-time signal plot. The status bar coloured in blue
as well as the coloured rectangle in the upper right corner (green = active
instrument status/red = error status) provide information on the current
instrument state.

# Automated LabChip Platform - A.00.1251169
application  Instrument  Corfrol  Tools  Yew  Help
£ Instrumerts Heaatei ) |PREI9 - hﬂlo

=1oj x|

Ed_Jobit1 _11/122003_14:12 (2) @

Tip container

qreen =tp nat used
red = tip used

blue = tip required — - - }-ﬂs
} 4
2
3
D52750214314 Plate 1 Reagent Plate
sipper DA chip EPDFTWINT_SKIRT* Reagent start ol § | 2

Required Hotel Loading Switch nghtﬂn

Ladder start col: 1

1 |Possible sips: 726

Aecess Tips
pen Left Door

Enchanae Caridas

Aocess Truugh

2 1|

[ Lans 1 Emissionchannel 1 [ Lans 3 Emissionchannzl 1 1 HY channel 1 - cument [ Pressure 3  First Temperaturs of Chip

just & w4 P Zoomout ‘ Freeze -3 chunﬁguratmn..‘

[ Lane 2 Emissianchannel 1 [ Pressure 6
FLU ’
20
107
L}
Faxal

T T ; T ; ; ? ; ; |

12 14 16 18 min

start ||| Hrbox ... | Gyuiacho...| Badeer. | Elraneia..| Bcwno..|[® vagelan ||pesion > [ B2 EQWELISDO#  womsan
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Finalizing a job

Finalizing a job

NOTE

46

1 Close job in the instrument context

After execution of the job the chip will be stored in the chip environment of the instrument.

Instrument clean up

1 Select Control Menu Bar click on Chip and Basin Handling>Unload Chip
Sfrom Chip Environment to transfer the chip from the chip environment to
the designated rack in the instrument depot.

Open the front door of the depot and take out the rack with the chip.
Carefully insert the chip into the Chip box and store it at 4°C.
Empty the waste bottle.

(L B~ B LI

Remove the sample and reagent plates from the depot and store them at
4°C
6 Empty the tip container.
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Result Review

1 Click on the Results button on the Context toolbar to switch to the Result
context. The Result context allows the analysis and review of the acquired
data.

2 Go to Results and click on Open... or directly click on the Open Job button
in the menu bar.

# Automated LabChip Platform - A.00.1651208

m Tools  Miew  Help

B open. @k |- 4| o]0 @
Cpen Recent 4
Reload Job

Bl rlaca

Overview Detalz  Result Flac

3 Select a Job in the database and click on Open Job.
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Result Review

& Magellan - Open Job - x|
[v Filter Criteria sctive — Lookin: - _{ | 3r| 37 Records
My Jobs [irag a column header here to group by that column
Recent Jobs

ﬂ| MHame l”.-‘-‘-.ssay Mame
@ PROS_PCR_Test_11/25/2003 M12_DMa_1000_ROOT_EAP_WT_LL
gﬂ PROS_PCR_ Test 11;"25;"2003 1] M12_DMa_1000_ROOT_EAP_ VT LL

FRO3_ Qsolutlon1‘|£28;"2003 1] M‘I2 DMA_1000_| HDEIT EAP VT LL

@ PR11_Test2 M12_HT P200_Ringw +wWP+LLD
@ PR11_Test3 M12_HT P200_ HInSW+WF'+LLD -
W s v aumann fam e e 4 am
R ;I_‘
Commetit : ﬂ Plates: |Def: 428, Proc: 0
j Samples: |1

Created |11a"25.-"2003 E:07: 45 PM by |HSALUWSK
tadified : |11.-"2E.-"2D|33 B:08:41 P by |HSALUWSK

fissay name:: |[M12_DN&_1000_ROOT_EAP_ Version: |3

OpenJob | LCancel

The Result context of the 5100 ALP software provides multifacetted options for analyzing,
arranging and reviewing the acquired data. This guide will focus on the Graph and the Gel
tab of the Details tab allowing to review the data either as an electropherogram or as
gel-like image.
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Details Tab

5100 ALP DNA1000-HT- Quick Start Guide
Result Review

1

The Details tab is divided into two different information panels: Sample table

and Sample Details.

Results - Plate 1 (1), Unknown (E3) PRO9_NCI_6/4/2004 -

Summary Overview Detalk | Fiesull Elagging

‘ Groupby Plate

- () | shaw Samples oy

vu|%=

ted| Well /| Sample Name

Unknawn

| Comment

Unknawn

Unknawn

Unkniown

Unkniown

Unkniown

Unknown

Unknown

Unknown

NN -

Groupby Sample +

Scale Viewport  + () | Annotate Time

Channel: SfUM

E

Plate 1 (1) Unknown (E3)

TT T T T
25 100 150 z00

T
300

T
400

T BTl
S00 700 1500 Size [BP.

-|J¢M§%@|@

[0 | Sie (bel | Concentration | Molariy | Observation
| Charmel: LM
(4] 1] [ [ [Lower Marker
=/ Chanmel: /UM
el 1] 905 14,0 234
» | 2| 1500 50 5.1 Upper Marker

" Peak Table [Sample Information DA Log
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show Standard = o=
Apply baselins removal
Apply smocthing
Height threshold (Abs) (Samplej! 0.40
Area threshold (SamplefUpper i 0.00
Width threshold (SamplefUpper [ 0.20
Multiple... Dafaults‘ Cancel ‘ Al ‘
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1. Sample Table

The Sample Table allows the grouping of all sample measurements within the
selected job and provides information on Sample Category, Samples Name,
Analysis State, etc.

| Result Flagging

Sample Table

H= 9= #= F— | Goupby Plate - g (~| | Show Samples Only = () | b =
HESU‘E&[EE'WE” /| Sample Mame Comment Sta\j
I (] Al EREs Urkriown J
AR [ Unknown ')
IR E Unknown M
v | Al G Unknown I’
INEEN: E Urknonn ]
B Unknown o
I  CE Unkran o
AREEN: N Urkriown J
L[] A a4 Unknown ')
EREETN: [ Unkriown o =

2. Sample Datails

The Sample Details tab contains the Gel-, Graph-, and Peak Table tab
providing all sample related informations. All sample related informations are
shown on the lower left part of the display, whereas the Assay Setpoint
Parameters are shown on the right as a flip chart.
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The Graph Tab

Details

el Peak Tahle

5100 ALP DNA1000-HT- Quick Start Guide

The Graph Tab displays the acquired data as electropherograms and optional
in the Peak Table the calculated values (fragment concentration, fragment

size, molarity, etc.).

Click on sample row in the Sample Table to select a sample. The selected
sample will be highlighted and displayed as an electropherogram in the Graph

View

1

ails
Gel Peak Table

o Groupby Sample + | Scale Viewport - 0 Annotate Time v|jL,L j[n: S |§” =
FuU Flate 1 (1) Unknown (E3) Show Standard &=
Apply baseline removal
= 304
= Apply smoothing
2 204 ‘ Height threshold (Abs) (Sample/| 0.40
g fArea threshold (Sample/Upper 1M 0,00
T 4]
& ﬁ Width threshold {SamplefUpper 1 0.20
Sl T T T T T T ]
25 100 150 200 300 400 500 700 1500 Size [BF] |
[ID 7 |Size[bp] | Concentration | Molaiity | Obssrvation
=| Channel: LM
H ‘ 1| ‘ ‘ |LowelMarke|
=l Channel : 3/UM
e 905/ 140] 234
EE 1500] 50] 51| Upper Matker
" Peak Table [ Sample Infamation DA Log Multiple... ‘ Defaults | Cance] | Apgly |

Further results are available in the a) Peak Table tab, b) Sample Information

tab, and c) DA Log tab.
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Peak table tab

The peak table tab contains peak related values (e.g. sample Size,
Concentration, Molarity) calculated by the software.

[ID | Size bp] | Concentration | Molarity | Observation
=| Channel : LM
|‘ | 1 | | | |L0wer Marker
=| Channel : S/UM
[ ] 1] a05| 14.0] 23.4
» | 2| 1500] 5.0 5.1 |Upper Marker

"~ Peak Table | Sample Information DA Log

Sample Information tab

The Sample Information tab provide general informations on the analysis of
each sample

Gel Peak Table O S/ | Group by Sample - | Scale Wiewpart - O| Annatate Time
=) Plate 1 (1) Unknown (H3)
40

5 a0

[0}

T 20

c

il

5 10 =
o A

H ! 1
T T T T T T T L
25 100 150 200 300 400 500 700 1500 Size [BP

Category: S ample) DA Status s Comment;

Plate: Plate 1[1] Result: All Other Samples

Well H3[15) Mumber of Peaks: 1

Total Concentration: 32.8

Fleset Appl

Peak Table Sample Infarmation:] DA Log
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5100 ALP DNA1000-HT- Quick Start Guide 1

DA Log tab

If data analysis of a focussed sample failed, the DA Log provides a short
description of the failure.

Cetails
Gel Peak Table 0 S,I’UM Group by Sample = | Scale Viewport - O Annotate  Time
FU & Flate 1 (1) Unknown (D4}
304
5
= 204
=
£ 10
= B >
04— g BE
T T i T T T s T
20 40 &0 g0 100 120 140 Time [s] |
Sew. Mod. Msg.
Error Alignment Inwvalid std-marker!
Peak Table Sample Information § DA Log
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The Gel Tab

Graph Peak Table

The Gel Tab contains the Gel-like image and the a) Peak Table tab, b) Sample
Information tab, and ¢) DA Log tab as in the Graph Tab.

rapN |Gel | Feak labie || Jren i LM |S[UM || APPIy EXpOSUTE | <
1E3 1G3 1H3 104 1E4 1E4 1F4

1F4 1G4 1H4 185 145 145 il

Sin & ] & ] & J & J & J & J & J & | & | & J & | & ] & |

00—

400 —

200 —

25 —

—t [4] | W
Category: S ample [, Status: "4 Comment:
Flate: Flate 1 (1] Fesult: All Other 5 amples
wiell D5 [34] Mumber of Peaks: 1

Tatal Concentration: 15.4
Freset | Lpply |
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Reviewing Results in the Gel Tab

1 Check the samples in the Sample Table to show them in the Gel View.

Only samples checked with a check mark on the left hand side of the Sample Table will be
displayed in a gel-like image.

Summary Overview Details | Aesult Flagging

= ‘ Group by Plate PR~ | | Show Samples Only = () | =

| | Resu|Catec|wel /| Sample Name | Comment s

Ei [“] 5 Unknown
BRI t4 Urkrowin .
| Jal F4 Urkrowin ]
IOl B Unknown A
Il O Jau G4 Unknown d
B T G4 Uriknawn 5
BRI Ha Urkrowin d
T jan He Urkrowin ]
Il : [ Unknown A
BRI : B Unknown 5

Graph |Gel | Peak Table

O LK | Apply Exposure |
E4

1E3 163 1H3 1D4 [1 1E4+ LF4 1F4 1G4 1Ht 1B5 1AS 185 1 h dard -
Sii, I N I N A I O U B Stenderd
—— e e e e e e | Apply baseline removal
200 — — I Apply smoathing
a0 — Height threshaold (Abs) (Sample/| 0.40
Area threshold (Sample/Upper M 0.00
20 — width threshold (Sample Upper 1 0.20
5 — —_— ——
—r 4] | _’I
I 7 |5ize [bp] | Concentration | Molarity | Observation
| Channel : S/UM
] 1] 305 147 248]
[» | | 1500 50 5.1 [Upper Marker
T Pasl Tahla [Samnla Infrrmation . [A 1o Muiltinle Fiefanlke mance Lrnl

2 Double-click on a specific lane in the Gel-like image directly navigates to the
associated electropherogram in the Graph Tab.
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Result Review
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